SEQUENCE LISTING 



<110> Garrett-Engele, Philip, W 
Johnson, Jason, M 



<12 0> Alternatively Spliced Isoform of Human 
GRM2 

<130> RS0205 

<150> US 60/409,094 
<151> 2002-09-09 

<160> 12 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2520 

<212> DNA 

<213> Homo sapiens 

<400> 1 

atgggatcgc tgcttgcgct cctggcactg ctgccgctgt ggggtgctgt ggctgagggc 60 
ccagccaaga aggtgctgac cctggaggga gacttggtgc tgggtgggct gttcccagtg 120 
caccagaagg gcggcccagc agaggactgt ggtcctgtca atgagcaccg tggcatccag 180 
cgcctggagg ccatgctttt tgcactggac cgcatcaacc gtgacccgca cctgctgcct 240 
ggcgtgcgcc tgggtgcaca catcctcgac agttgctcca aggacacaca tgcgctggag 300 
caggcactgg actttgtgcg tgcctcactc agccgtggtg ctgatggatc acgccacatc 360 
tgccccgacg gctcttatgc gacccatggt gatgctccca ctgccatcac tggtgttatt 420 
ggcggttcct acagtgatgt ctccatccag gtggccaacc tcttgaggct atttcagatc 480 
ccacagatta gctacgcctc taccagtgcc aagctgagtg acaagtcccg ctatgactac 540 
tttgcccgca cagtgcctcc tgacttcttc caagccaagg ccatggctga gattctccgc 600 
ttcttcaact ggacctatgt gtccactgag gcctctgagg gcgactatgg cgagacaggc 660 
attgaggcct ttgagctaga ggctcgtgcc cgcaacatct gtgtggccac ctcggagaaa 720 
gtgggccgtg ccatgagccg cgcggccttt gagggtgtgg tgcgagccct gctgcagaag 780 
cccagtgccc gcgtggctgt cctgttcacc cgttctgagg atgcccggga gctgcttgct 840 
gccagccagc gcctcaatgc cagcttcacc tgggtggcca gtgatggttg gggggccctg 900 
gagagtgtgg tggcaggcag tgagggggct gctgagggtg ctatcaccat cgagctggcc 960 
tcctacccca tcagtgactt tgcctcctac ttccagagcc tggacccttg gaacaacagc 1020 
cggaacccct ggttccgtga attctgggag cagaggttcc gctgcagctt ccggcagcga 1080 
gactgcgcag cccactctct ccgggctgtg ccctttgaac aggagtccaa gatcatgttt 1140 
gtggtcaatg cagtgtacgc catggcccat gcgctccaca acatgcaccg tgccctctgc 1200 
cccaacacca cccggctctg tgacgcgatg cggccagtta acgggcgccg cctctacaag 1260 
gactttgtgc tcaacgtcaa gtttgatggc agtgggcgct atcgctacca gaaggtgggc 1320 
tactgggcag aaggcttgac tctggacacc agcctcatcc catgggcctc accgtcagcc 1380 
ggccccctgg ccgcctctcg ctgcagtgag ccctgcctcc agaatgaggt gaagagtgtg 1440 
cagccgggcg aagtctgctg ctggctctgc attccgtgcc agccctatga gtaccgattg 1500 
gacgaattca cttgcgctga ttgtggcctg ggctactggc ccaatgccag cctgactggc 1560 
tgcttcgaac tgccccagga gtacatccgc tggggcgatg cctgggctgt gggacctgtc 1620 
accatcgcct gcctcggtgc cctggccacc ctgtttgtgc tgggtgtctt tgtgcggcac 1680 
aatgccacac cagtggtcaa ggcctcaggt cgggagctct gctacatcct gctgggtggt 1740 
gtcttcctct gctactgcat gaccttcatc ttcattgcca agccatccac ggcagtgtgt 1800 
accttacggc gtcttggttt gggcactgcc ttctctgtct gctactcagc cctgctcacc 1860 
aagaccaacc gcattgcacg catcttcggt ggggcccggg agggtgccca gcggccacgc 192 0 



- 1 - 



ttcatcagtc ctgcctcaca ggtggccatc 
atcgtggtcg cctggctggt ggtggaggca 
cggcgggagg tggtgacact gcgctgcaac 
gcctacaatg tgctcctcat cgcgctctgc 
cccgaaaact tcaacgaggc caagttcatt 
tggctggcat tgttgcccat cttctatgtc 
accatgtgcg tgtcagtcag cctcagcggc 
aagctgcaca tcatcctctt ccagccgcag 
agccgctttg gcagtgctgc tgccagggcc 
cagtttgtcc ccactgtttg caatggccgt 



tgcctggcac ttatctcggg ccagctgctc 1980 
ccgggcacag gcaaggagac agcccccgaa 2040 
caccgcgatg caagtatgtt gggctcgctg 2100 
acgctttatg ccttcaatac tcgcaagtgc 2160 
ggcttcacca tgtacaccac ctgcatcatc 2220 
acctccagtg actaccgggt acagaccacc 2280 
tccgtggtgc ttggctgcct ctttgcgccc 2340 
aagaacgtgg ttagccaccg ggcacccacc 2400 
agctccagcc ttggccaagg gtctggctcc 2460 
gaggtggtgg actcgacaac gtcatcgctt 2520 



<210> 2 

<211> 840 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Gly Ser Leu Leu Ala Leu Leu Ala Leu Leu Pro Leu Trp Gly Ala 

1 5 10 15 

Val Ala Glu Gly Pro Ala Lys Lys Val Leu Thr Leu Glu Gly Asp Leu 

20 25 30 

Val Leu Gly Gly Leu Phe Pro Val His Gin Lys Gly Gly Pro Ala Glu 

35 40 45 

Asp Cys Gly Pro Val Asn Glu His Arg Gly He Gin Arg Leu Glu Ala 

50 55 60 

Met Leu Phe Ala Leu Asp Arg He Asn Arg Asp Pro His Leu Leu Pro 
65 70 75 80 

Gly Val Arg Leu Gly Ala His He Leu Asp Ser Cys Ser Lys Asp Thr 

85 90 95 

His Ala Leu Glu Gin Ala Leu Asp Phe Val Arg Ala Ser Leu Ser Arg 

100 105 110 

Gly Ala Asp Gly Ser Arg His He Cys Pro Asp Gly Ser Tyr Ala Thr 

115 120 ~ 125 

His Gly Asp Ala Pro Thr Ala He Thr Gly Val He Gly Gly Ser Tyr 

130 135 140 

Ser Asp Val Ser He Gin Val Ala Asn Leu Leu Arg Leu Phe Gin He 
145 150 155 160 

Pro Gin He Ser Tyr Ala Ser Thr Ser Ala Lys Leu Ser Asp Lys Ser 

165 170 175 

Arg Tyr Asp Tyr Phe Ala Arg Thr Val Pro Pro Asp Phe Phe Gin Ala 

180 185 190 

Lys Ala Met Ala Glu He Leu Arg Phe Phe Asn Trp Thr Tyr Val Ser 

195 200 205 

Thr Glu Ala Ser Glu Gly Asp Tyr Gly Glu Thr Gly lie Glu Ala Phe 

210 215 220 

Glu Leu Glu Ala Arg Ala Arg Asn lie Cys Val Ala Thr Ser Glu Lys 
225 230 235 240 

Val Gly Arg Ala Met Ser Arg Ala Ala Phe Glu Gly Val Val Arg Ala 

245 250 "* 255 

Leu Leu Gin Lys Pro Ser Ala Arg Val Ala Val Leu Phe Thr Arg Ser 

260 265 270 

Glu Asp Ala Arg Glu Leu Leu Ala Ala Ser Gin Arg Leu Asn Ala Ser 

275 280 285 

Phe Thr Trp Val Ala Ser Asp Gly Trp Gly Ala Leu Glu Ser Val Val 

290 295 300 

Ala Gly Ser Glu Gly Ala Ala Glu Gly Ala He Thr He Glu Leu Ala 



-2- 



305 310 315 320 

Ser Tyr Pro He Ser Asp Phe Ala Ser Tyr Phe Gin Ser Leu Asp Pro 

325 330 335 

Trp Asn Asn Ser Arg Asn Pro Trp Phe Arg Glu Phe Trp Glu Gin Arg 

340 345 350 

Phe Arg Cys Ser Phe Arg Gin Arg Asp Cys Ala Ala His Ser Leu Arg 

355 360 365 

Ala Val Pro Phe Glu Gin Glu Ser Lys He Met Phe Val Val Asn Ala 

370 375 380 

Val Tyr Ala Met Ala His Ala Leu His Asn Met His Arg Ala Leu Cys 
385 ~ 390 395 400 

Pro Asn Thr Thr Arg Leu Cys Asp Ala Met Arg Pro Val Asn Gly Arg 

405 410 415 

Arg Leu Tyr Lys Asp Phe Val Leu Asn Val Lys Phe Asp Gly Ser Gly 

420 425 430 

Arg Tyr Arg Tyr Gin Lys Val Gly Tyr Trp Ala Glu Gly Leu Thr Leu 

435 440 445 

Asp Thr Ser Leu He Pro Trp Ala Ser Pro Ser Ala Gly Pro Leu Ala 

450 455 460 

Ala Ser Arg Cys Ser Glu Pro Cys Leu Gin Asn Glu Val Lys Ser Val 
465 ~ 470 475 480 

Gin Pro Gly Glu Val Cys Cys Trp Leu Cys He Pro Cys Gin Pro Tyr 

485 490 495 

Glu Tyr Arg Leu Asp Glu Phe Thr Cys Ala Asp Cys Gly Leu Gly Tyr 

500 505 510 

Trp Pro Asn Ala Ser Leu Thr Gly Cys Phe Glu Leu Pro Gin Glu Tyr 

515 52 0 525 

He Arg Trp Gly Asp Ala Trp Ala Val Gly Pro Val Thr He Ala Cys 

530 535 540 

Leu Gly Ala Leu Ala Thr Leu Phe Val Leu Gly Val Phe Val Arg His 
545 550 555 560 

Asn Ala Thr Pro Val Val Lys Ala Ser Gly Arg Glu Leu Cys Tyr He 

565 570 575 

Leu Leu Gly Gly Val Phe Leu Cys Tyr Cys Met Thr Phe He Phe He 

580 585 590 

Ala Lys Pro Ser Thr Ala Val Cys Thr Leu Arg Arg Leu Gly Leu Gly 

595 600 605 

Thr Ala Phe Ser Val Cys Tyr Ser Ala Leu Leu Thr Lys Thr Asn Arg 

610 615 620 

He Ala Arg He Phe Gly Gly Ala Arg Glu Gly Ala Gin Arg Pro Arg 
625 630 635 640 

Phe He Ser Pro Ala Ser Gin Val Ala He Cys Leu Ala Leu He Ser 

645 650 655 

Gly Gin Leu Leu He Val Val Ala Trp Leu Val Val Glu Ala Pro Gly 

660 665 670 

Thr Gly Lys Glu Thr Ala Pro Glu Arg Arg Glu Val Val Thr Leu Arg 

675 680 685 

Cys Asn His Arg Asp Ala Ser Met Leu Gly Ser Leu Ala Tyr Asn Val 

690 695 700 

Leu Leu He Ala Leu Cys Thr Leu Tyr Ala Phe Asn Thr Arg Lys Cys 
705 710 715 720 

Pro Glu Asn Phe Asn Glu Ala Lys Phe He Gly Phe Thr Met Tyr Thr 

725 730 735 

Thr Cys He He Trp Leu Ala Leu Leu Pro He Phe Tyr Val Thr Ser 

740 745 750 

Ser Asp Tyr Arg Val Gin Thr Thr Thr Met Cys Val Ser Val Ser Leu 
755 760 765 
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Ser Gly Ser Val Val Leu Gly Cys 

770 775 
lie Leu Phe Gin Pro Gin Lys Asn 
785 790 
Ser Arg Phe Gly Ser Ala Ala Ala 
805 

Gly Ser Gly Ser Gin Phe Val Pro 
820 

Val Asp Ser Thr Thr Ser Ser Leu 
835 840 



Leu Phe Ala Pro Lys Leu His lie 
780 

Val Val Ser His Arg Ala Pro Thr 
795 800 
Arg Ala Ser Ser Ser Leu Gly Gin 

810 815 
Thr Val Cys Asn Gly Arg Glu Val 
825 830 



<210> 3 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 3 

aagtttgatg gcagtgggcg 

<210> 4 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Asn Val Lys Phe Asp Gly Ser Gly Arg Tyr 
1 5 * 10 



<210> 5 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 5 

agaggactgt ggtcctgtca atgag 

<210> 6 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 6 

acacataggt ccagttgaag aagcg 

<210> 7 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 7 

tccaagatca tgtttgtggt caatg 

<210> 8 
<211> 25 
<212> DNA 



-4- 



<213> Homo sapiens 
<400> 8 

agtgaattcg tccaatcggt actca 

<210> 9 
<211> 25 
<212> DNA 

<213> Homo sapiens 
<400> 9 

ctgcacgctt tatgccttca atact 

<210> 10 
<211> 24 
<212> DNA 

<213> Homo sapiens 
<400> 10 

cattgcaaac agtggggaca aact 

<210> 11 
<211> 25 
<212> DNA 

<213> Homo sapiens 
<400> 11 

atgggatcgc tgcttgcgct cctgg 

<210> 12 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 12 

aagcgatgac gttgtcgagt cctcacg 



